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Introdu ction: Deletion of the long arm of chromosome 6 is the most common 
cytogenetic abnormality found in WM. The tumoral clone of WM is heterogeneous 
including B lymphocytes (BL) and plasma cells (PC) and the presence of cytogenetic 
abnormalities in each of these populations has not been tested. 
Aims: 1. To analyze by fluorescent in situ hybridization (FISH) the presence of 
cytogenetic abnormalities in WM samples and correlate that information with clinical 
data of the patients. 2. To assess the genetic abnormalities in the different B cell lineage 
subsets.  
Patients and method s: Samples of 40 WM patients were analyzed: 29 had a 
symptomatic WM (SWM) while 11 had been diagnosed of indolent WM (IWM). All cases 
were hybridized with probes for 6q21, 14q32 and 13q14. In 15 cases 11q21 (ATM) and 
17p (p53) regions were also analyzed. In addition, in 6 cases with abnormal FISH (two 
with 6q deletion, three with 14q32 translocation, and one with 17p deletion) we 
separated by immunophenotype sorting BL (CD19+, sIg clonal, CD38-, CD10-) and PC 
(CD38++). The sorted samples were newly hybridized with their previously pathological 
probe.  
Results: In 9 cases (23%), a 6q21 deletion was observed. All these cases had a SWM 
presenting poor prognostic features, diffuse pattern in bone marrow trephine biopsy 
(p=0.02) and a shorter survival (Breslow=0.04). Four patients (10%) had 14q32 
translocation and displayed a more indolent course (two of them had an IWM). 
Deletions of 13q14 and 17p were found in one case each, while no patients showed 
11q21 abnormalities. FISH analysis in sorted cells showed that in all cases both the BL 
and PC displayed the cytogenetic abnormalities detected in the whole BM cell 
population. Interestingly, these abnormalities were only present in a fraction of cells; for 
BL the median number of abnormal cells was 66% (23%-97%) while in PC it was 40% 
(12%-70%).  
Conclusions: Overall 40% of WM displayed cytogenetic abnormalities. 6q deletion and 
14q32 translocation were the most frequent abnormalities in WM. Cytogenetic changes 
were present not only in B lymphocytes but also in plasma cells. Deletion of 6q was 
associated with symptomatic WM and poor outcome. 


